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[ Abstract | Objective; To explore the anti-lung cancer mechanism of Maimendong Tang and Qianjin
Weijingtang (Jin Fang) by detecting the expression profiles of long noncoding RNA (IncRNA) and mRNA in mice
tumor tissues of orthotopic Lewis lung cancer model. Method: C57BL/6 mice were randomly divided into normal
group, model group and Jin Fang group (20 g-kg 'd™'). After successful establishment of Lewis lung cancer
model in situ in mice, Jin Fang was given orally the next day after treatment. Using gene chip technology,
differential IncRNA and mRNA closely related with Jin Fang”s anti-lung cancer effect were detected, and cluster
analysis was performed. The key IncRNA and mRNA were screened out by i-test and fold change of differential

expression. Bioinformatic methods were used to predict target genes regulated by differential IncRNA, and
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functional and pathway analysis was performed. The histopathological technique was used to detect the differences
in the tumor tissue of each group under light microscope. Result: IncRNA and mRNA chip hybridization results
showed that Jin Fang regulated differential expressions of 887 IncRNA, in which 442 were up-regulated and 445
were down-regulated (P <0.05). There were 610 differential mRNA expressions, in which 376 were up-regulated
and 234 were down-regulated (P <0.05). GO analysis showed that down-regulated or up-regulated target genes
were mainly involved in biological processes ( BP), such as cell metabolism regulation and signal pathway
regulation. Molecular function ( MF) analysis showed such functions DNA binding, protein binding, receptor
binding and transcription factor activity in down-regulated or up-regulated target genes. Target genes were involved
in multiple biological processes, cellular components and molecular functions. Signal pathway predictions indicated
that Jin Fang can regulate the Janus kinase/signal transducer and activator of tran-ions ( JAK/STAT) and other
signaling pathways closely related to the development of lung cancer. The results of histopathological examination
confirmed that Jin Fang could significantly improve the pathological changes of lung tissues in the mice compared

with the model group. Conclusion: Jin Fang may exert its anti-lung cancer effect by regulating the expressions of

multiple IncRNAs and mRNAs, and down-regulating related signaling pathways.
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n=3) mRNA (2 +s,n=3)
Table 1 Compared with model group, IncRNAs up-regulated or Table 2 Compared with model group, mRNAs up-regulated or
down-regulated by microarray in Jin Fang Group(x +s,n=3) down-regulated by microarray in Jin Fang group(x +s,n=3)
IncRNA 1D 2 S5 P mRNA 1D Symbol 25 4% %L P
ENSMUST00000148244 474.26 | 0. 000 2 ASMM10P037055 Adaml2  372.65 | 0. 000 04
AK144424 191.63 | 0.000 3 ASMMI10P017334 Lrfn2 312.83 | 0. 000 1
TCONS_00002492 155.35 ] 0. 000 2 ASMM10P005506 Smpd4 140.08 | 0. 000 03
ENSMUST00000118345 117.22 ] 0. 000 4 ASMM10P005505 Smpd4 128.46 | 0. 000 2
BY012341 92.98 | 0. 000 3 ASMM10P000545 Dos 126.46 | 0. 000 009
ENSMUST00000118925 82.79 | 0. 000 6 ASMM10P039120 Defb38 105.75 ] 0. 000 4
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AK089422 7.88 1 0.010 2 ASMM10P027359 Ifna2 5.911 0.044 2
AK040064 7.831 0.0219 ASMM10P040286 Tex24 5.841 0.024 0
NSMUST00000126728 6.86 1 0.002 8 ASMM10P006559 Gripl 5.70 1 0.027 6
AK135913 6.60 1 0.027 7 ASMM10P053702 Gprl74 5.671 0.0353
NR_028280 6.52 1 0.027 0 ASMM10P053275 Lspl 5.421 0.031 6
ENSMUST00000143328 6.29 1 0.018 2 ASMM10P046933 Kdm6b 5.39 1 0.037 2
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